[PS]
. In this equation, P total represent the total amount of protein used. S total represents the total amount of substrate titrated.
PS represents the protein/substrate complex. The X-axis is the total substrate concentration used for titration. The y-axis indicates the theoretical percentage of bound fraction. A serial of 0, 4.8, 9.1, 13.0 and 16.7 mM MgATP were titrated into 0.4 mM SCaMC TMD under our NMR titration condition.
The corresponding bound fractions as measured from 2D chemical shift for residue D361 were plotted as red dots, which suggest a binding affinity around 1.5 mM. (C) The same plots as in (B) for the WT SCaMC TMD .
